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The analysis of diagnostic value of EBV-IgM,IgG and EBV-DNA in children with respiratory tract infection
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Abstract: Objective To analyze the diagnostic value of EBV-IgM,IgG and EBV-DNA in children with respiratory tract infec-
tion. Methods A total of 400 children with respiratory tract infection were chosen as study group,and 100 hospitalized children
with no respiratory infection were chosen as control group. The EBV-IgM and IgG were analyzed by Enzyme-linked immunosorbent
assay (ELISA),and the EBV-DNA were analyzed by fluorescent quantitative polymerase chain reaction (FQ-PCR). The positive
rate of EBV-1IgM,IgG and EBV-DNA were compared between two groups,the diagnostic value of these three indicators were ana-
lyzed. Results In study group,the positive rate of EBV-IgM,EBV-1gG and EBV-DNA was 51.00% ,58. 50 % and 56. 25% , respec-
tively. In control group,the positive rate of EBV-IgM, EBV-I1gG and EBV-DNA was 4. 00% ,11.00% and 5. 00% , respectively. The
differences of EBV-IgM, EBV-IgG and EBV-DNA between two groups had statistical significance (P<C0. 05). The sensitivity of
EBV-IgM was 51. 00% , the specificity was 96. 00% and the area under curve (AUC) was 0. 617. In addition, the sensitivity of
EBV-1gG was 58. 50 % , the specificity was 89. 00% and the AUC was 0. 583. The sensitivity of EBV-DNA was 56. 25% ,the speci-
ficity was 95.00% and the AUC was 0. 642. Conclusion EBV-IgM,IgG and EBV-DNA have diagnostic value in the diagnosis of
children with respiratory tract infection.
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