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Abstract: Objective To investigate haplotype frequencies of HLA using Arlequin software. Methods The genetic type data of
alleles in human leukocyte antigen (HLLA) A and B loci were transformed to the file with. arp. Then the HLLA haplotypes were cal-
culated by Arlequin software. Results The frequencies of alleles and haplotypes were shown in table directly. A total of 19 HLA-A
alleles,39 HLLA-B alleles and 128 HLLA A-B haplotypes were observed. Conclusion

could be calculated by Arlequin software,which is a simple,convenient,fast, universal and operable way to analyze the haplotype.

In conclusion,the HLA haplotypes frequencies
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