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Abstract : Objective
orescent quantitative PCR. Methods

To assess the ability of rapid detection of antibiotic resistance in Acinetobacter baumannii by real-time flu-
A real-time fluorescent quantitative PCR assay targeting the conserved region of Acinetobacter
baumannii ATCC 19606 outer membrane protein (ompA) gene was used to measure the growth of 63 Acinetobacter baumannii iso-
lates, which were incubated in a certain concentration of gentamicin, minocycline, meropenem, levofloxacin or cefoperazone/sulbac-
tam. The number of genomic DNA copies of the Acinetobacter baumannii incubated in different antibiotics for 6 h were compared
with those incubated for 0 h. Fold changes were used to determine the resistance in Acinetobacter baumannii, and all the results
were compared with those obtained using broth microdilution. Results The real-time fluorescent quantitative PCR assay showed
high consistancy with broth microdilution method,in which Kappa value was 0. 879, P<C0. 05. Compared with the broth microdilu-
tion, the global values for consistency was 93. 97 % , sensitivity was 92. 53 % , specificity was 95. 74 % , positive predictive value was
96. 41% ,negative predictive value was 91. 22% ,and Youden index was 0. 88. Conclusion The results obtained by the real-time flu-

orescent quantitative PCR were highly concordant with those of broth microdilution. The real-time fluorescent quantitative PCR for

antibiotic resistance detection in Acinetobacter baumannii was characterized by its sensitivity,specificity and rapidity.
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