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[Abstract] Objective
mong the Han patients with hepatitis C in southern Sichuan area and its relation with the clinical diseases of hepatitis

C. Methods

To understand the distribution characteristics of hepatitis C virus(HCV) genotypes a-

Totally 89 cases of hepatitis C in our hospital were performed the HCV genotyping detection by pyro-
phosphate sequencing method, then the differences in the viral load, liver function indexes( ALT, AST,GGT, TBIL,
etc. ) and treatment efficacy after the therapy of pegylated interferon and ribavirin were investigated among the pa-
(1) In 89 cases of HCV-RNA positive hepatitis C in southern
Sichuan area, 86 cases were successfully genotyped, 4 genotypes and 7 subgenotypes were found, According to the 1a,

1b,2a,2b,3a,3b,6a order, their proportions were 2. 4% ,53.5%,3.5%,2.3%,3.5%,24.4% and 10. 5% respective-

tients with different genotypes of hepatitis C. Results

ly;1b was main subtype in acute hepatitis C, chronic hepatitis C and liver cirrhosis after hepatitis C.followed by 3b
and 6a. The test sensitivity was 96. 6% and specificity was 100. 0% ;(2) In the patients with hepatitis C,the 1b sub-
genotypes HCV-RNA load, ALT,AST,ALP and GGT levels were significantly higher than those in other types,the
difference were statistically significant(P<C0. 05) ; (3)after interferon and ribavirin therapy,the response efficacy of
1b was worst and which of the 6a type was best in all subtypes(P<C0. 05). Conclusion HCV 1b is the most predom-
inant subtypes among hepatitis C Han nationality patients in southern Sichuan area,3b and 6a subtypes also occupy a
very high proportion,among them, the clinical damage caused by the 1b is more severe and the efficacy of antiviral
therapy is poorer than other subtypes.
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