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Discussion of antimicrobial resistances and p-lactamases CTX subtypes of Escherichia coli strains isolated from
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[Abstract] Objective To analyse the antimicrobial resistances profiles and f-lactamases CTX subtypes of the
s and ex-

Anti-

microbial resistant profiles and blacrxw gene were tested in three hundred and seventy-three Escherichia coli that from

Escherichia coli strains isolated from different poultry production process of breeding,slaughtering and retails

plore the transmission of drug resistance of Escherichia coli in chicken breeding, slaughter and sale. Methods

poultry production processGenotypes of CTX-M type ESBLs were identified by PCR and DNA sequencing. Results
Three hundred and seventy-three strains were highly resistant to ceftazidime, cefotaxime and piperacillin, which re-
sistance rate attached to 89. 3% ,92. 8% and 91. 7% respectively. While they were still susceptible to piperacillin/
tazobactam. The rate of the strains carrying the blacrxm gene was up to 54. 7% (204/373) ,focused on four subtypes
blacrxass sblacrxmss blacrx w1 and blacrxawer. Conclusion  E. coli strains isolated from poultry production were high
resistant to cephalosporins and penicillin, while still sensitive to f-lctamase inhibitor compound. The strains carrying
blacrx m gene were mainly isolated from the breeding and retail process, focused on four subtypes,inferring that the
possible blacrxm gene transfer during the poultry food production.
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4 FhBU T 25 W ORI | D45 77 8 R 2 PIP: B- N e Bl -+ -9
Tt fg J4U0 1) 0 28 5 - PIP+TZPs Skl R 26 . CTX CAZ, 25
55 510 ) 32 2 B T R 0 S 38 = b o B 25 (CLSTL 2015) 1Yy
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1.4 CTX-M SER BN blacren 2B 5@ 514 PCR § 3
blacrxwFEH o 78 B I T8 Bk, PR BT 5 00 e S 51 9 53 il
P38 5 A blaceom (PCR G181 Ry 3 & fF L& D . PCR
7 Ak JE DY ok I Y 25 R PF 82 )5 . 75 NCBI Chuep: //
www. ncbi. nlm. nih. gov/blast/) LI } Lahey Clinic Chttp://
www. lahey. org/Studies/) $UH# JA b BEAT A5 2% Lo X, i 1 4 B
A,

1 N CTX-M B EER PCR 3|4
EROEAEH s (5'-3) B AR ECCH 7 E (bp) EE BTN
blacrx-m F. TTTGCGATGTGCAGTACCAGTAA 51 522 [3]
R:CGATATCGTTGGTGGTGCCATA
blacrx-m ez F. TTAATGATGACTCAGAGCATTC 58 901 [4]
R:GATACCTCGCTCCATTTATTG

blacrx-mco F. TATTGGGAGTTTGAGATGGT 50 932 [4]
R: TCCTTCAACTCAGCAAAAGT

blacrx-mcl F.CGTCACGCTGTTGTTAGGAA 55 780 [5]
R:ACGGCTTTCTGCCTTAGGTT

blacrx-mcs F:CAGGAGTTTGAGATGATGAG 55 910 [5]
R:GAGCGCTCCACATTTTTTAG

blacrx-mczs F.:AGGATGATGAGAAAAAGCGT 55 923 [5]

R: TACAAATAGTAAGTGGAGCG

2 £ 2
2.1 KW aE R k2.

R2 KEHEX I MHENREEYHEHER
b2 MIC A% MICax MICin it 24

(pg/mL) (pg/mlL) (pg/mlL) [n(%)]
CTX =64 =64 <0.125 346(92. 8)
CAZ =256 =256 <1 332(89. 3)
PIP =256 =1 024 <8 342(91.7)
TZP <2/4 =128/4 <2/4 24(6.4)
1 B AR K P (MIC) .

2.2 blacrsw = H BRI 45 R RARN T 25 2R 8 WLk 3,

%Z 3 /)lu("rx—MEﬂ@mu%%&*ﬁﬁmﬂ%iﬂ
) 253 2 T bR MICy, MICy, MIC,y MICy,
(n) (CAD) (CTX) (PIP) (TZP)
CTX-M-55 95 16 16 16 <32/4
CTX-M-65 62 16 16 128 <16/4
CTX-M-14 55 16 16 64 <16/4
CTX-M-27 12 256 16 256 <16/4

Y MIC {193 B4 pe/mL.
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W 25 3 F AL blacrsanss ~blacrsozr F blacrxowss 3 Fp
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T 0 A AT T CTX-M-27.65.55.14
BRI T CTX-M-27.65.55,14
ARG TR 0 S CTX-M-65.55
JB X
B I il XS 3 CTX-M-55.14
TR it 35 [ 745 CTX-M-65
TR i X5 T A CTX-M-65.14
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