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[Abstract] Objective To investigate the change of peripheral blood miRNA-122 expression in exit-entry peo-
ple with hepatitis C virus (HCV) infection at Zhuhai port and its significance to the patients with hepatitis C. Meth-
ods The peripheral blood was collected from 96 cases of HCV IgG antibody primary screening positive for quantita-
tively detecting the HCV RNA level. Then the individuals of HCV RNA positive were detected miRNA-122, ALT
and hepatic B-ultrasonic examination was performed. Furthermore the correlation analysis was conducted. Results
Among 96 cases of HCV IgG positive,49 cases (60.9%) were HCV RNA positive;the expression level of miRNA-
122 had statistical difference between the experimental group wand the control group(P<C0. 01) ; the correlative anal-
ysis showed that there was a positive correlation between the expression of MiRNA-122 and ALT and no significant
correlation between the expression of miRNA-122 and HCV RNA was found. Eleven cases of complicating mild fat
liver were found by B-ultrasound and the expression level of miRNA-122 in the patients with complicating fat liver
was higher than that in the patients with non-fat liver. Conclusion The circulating miRNA-122 expression may be ir-
relevant with HCV virus replication and is an indicator reflecting the active liver damage and lesion severity.
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