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[Abstract] Objective
fragment of annexin A2(ANXA2) for conducting the follow-up experiment. Methods

Analysis on design synthesis and interferential efficiency of specific siRNA of ANXAZ"

To design, synthesize and screen the highly efficient and specific siRNA interference
The DNA sequence of siRNA
was designed and encoded according to ANXA2 mRNA sequence, then cloned into the expression vector ( ANXA2-
siRNA1—3),which and the over-expression vector were co-transfected to the 293T cells for screening the effectively
interferential fragment. Results ANXA2-siRNA3 could efficiently interfere in the expression of exogenous ANXA2
with higher interferential efficiency. Conclusion The highly efficient interferential fragment of ANXAZ2 is successful-

ly screened out,which lays the foundation for the further research.
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