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Application of DiversiLab system in quickly diagnosing genetic relationship of nosocomial infection bacteria ZHONG
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[Abstract] Objective To analyze the homology of A. baumannii by Diversil.ab system and to evaluate the val-
ue of Diversil.ab system in the diagnosis of hospital infection bacteria. Methods 16 outbreak strains of A. baumannii
were collected in intensive care unit(ICU) of our hospital. The bacterial identification and microbial susceptibility test
were performed by VITEK 2 COMPACT automatic analysis system. The homology analysis of 16 strains was per-
formed by repetitive-sequence-based PCR Diversil.ab system. Results 16 A. baumannii strains were classified into 4
unrelated clone groups by Diversil.ab system,of which the first clone group was the main popular clone with 4 sub-
clones. 9 A. baumannii strains with close relationship belonging to the first subclone. Conclusion The first clone
group is the major epidemic clone of nosocomial infection in this hospital. The Diversil.ab system can quickly and ac-

curately diagnose the homology of hospital infection bacteria within 24 h and can be widely applied to diagnosis of

nosocomial infection bacteria.
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(ICU) {5 W FB 43 W IRBIL L DR A L 8 4 46 g 1k 3% TG 40 19 1Y B
SORGAFE 16 Bk, H P 202 R I 5 (EICUD 12 #& . 1CU
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1.3.2 DiversiLab RE 08 (1) 4171 DNA [ $2 5y % - ¥
PRAE B B R H 7 6 08 AR5 HE R T UL P AR L i 37 °C A i
H 18~24 h, 28 A HF I DNA 42 il &m0 o7 i
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BHEAT AN B AL R 4 rep-PCR 4 19, DU IR AY 80 2 K 3l 4T B
DNA g #i4iz . B i rep-PCR DNA # 20 18] % 1 71 £ . Bc ) 25
pL PCR Y 34K 2 41 F 18 pL rep-PCR MMI1,2. 5 pL Gene-
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2 min, 94 “CAEVE 30 5,45 CIB K 30 5,70 CHEAH 90 s, Fk 35 4
P& F 70 CHEA 3 min, ()85 A L TR FE 20 3 R ) < 4
8 DNA Reagents & Supplie box #l DNA Chips % 3R fig. i #E
-G BHE G ¥ Gel-Dye Mix, IEGE K. 7€ Agilent2100 A #) 43
BT ASGHEAT B JBE 43 . AR B 4 B DNA 48 20 8] 3% 2% iy L 04 1 47
B EE 0 R S DR 2R A U T AR e D TR« T R D A ALk
KT 9500 R B 1~2 A~ 45 sl e 1) i 18 g 2 A5 25 5%, Tk
h TR R S G MEAR B30, R 73 Ay TR) — o B 2 5 TR Ak ) £ R R 4 R
T 979, RV (47 B L H5 H R0 3 — 5, B 00 R VK BB AT
VAT 3 Rl 43 [ — IF 5 e 45 T8k 00 100 4 AR /D T 9504, B
W3 ANl 3 A RL B ARl 0g Y L L g B 22 S, UL R 43
AR e

2 % R

2.1 ERERENZEER WL B O SR
ST B B IR G R

2.2 DiversiLab 243 BI45 . Diversillab 22408 16 Ffif S

REFFHE TN 4 DARFRG R AN A 6 DI B .
TEWEA 1A 13 BRI RSIFF I 20 3 DI LR JE A 1
. 5 B 2% 5 0K RO AR R B T 9700 L b S B i AT
L ALE T 9 BR(56. 2500) B & A AF L5 2 W O 2 Bk
B3 WTERES 2 Bk, TOREAL 2. CREA 3 MIGEREA 4 KA 1 M
B2 AT LA 1~2,

Diversilabv3.4

P G Sample ID
Analysis Repor #77 o
o 3 1 2014030506 11|
[2 1 1 2014030505 111l
3 1 1 2014030515 | 11N
4 1 1 2014030504 I I I II
. 1 1 2014030510 | I n
6 1 1 2014030508 | I n
- 1 1 2014030514 | 11
. 1 1 2014030513 | I
° 1 1 2014030503 | 11N
0 2 1 2014030512 | (1 1l
[11 2 1 2014030507 I I I Il
12 3 1 2014030509 I I II
E[,_., 3 1 2014030501 | I
|'—:“ 4 4 2014030502 [1 N
P 5 3 2014030516 | I
E % I 6 2 2014030511 ” | I || Il
'

0 @ ™ o ® 10
% Similarity

Similarity Line: 98.12%
B 1 EF DiversiLab R4 H 16 REERHTEER
(5] 5 1 43 A7 AR B R 5

Okvarailon w4

Croup Sarple 1D
1 2014020304
2 2014030502
3 2014030518
4 2014030511

e N

X X %X %

2 BEREAKMDNAEZELEESEE

30 i

22 T 2 000 O I FF R e N SERE R RR B E . R 4R
BERTESEE L E B E L RORH T HE S RO R 24 K
BT S SR SR Y BB . AR L A TR — 3R
T HE 27 A TR BN B9 1B g (] e e £ 47 2 T 24 80 2 R S AT
T B4 B AR 4K 3R 386 . Naas 25070 37 38 76 3 [ 09 636 0 48
WRAY 55 ANBEST L Z IR A A T R N B RGEE VEB-1 B & R g)
FRRR e P # . TE Pk B 1 354 OXA-23 LBy £
S 245 8 2 AN S AT AR 2 BB ) )2 R R . AR A
FElc e T 16 BRELS A ST Bk A ICU B A A [ ER05
B A SR T, 2 A I ) A v L % RS B AT . T RE S MR E B
B AR B A A T M e B A A R i TR R B A

PR | T 3t 0T 8 O Sy T AT () A B R T A 4
il 2 e S e Y B . — A~ 58 S I B TE L S TR L 5
PAE oy R A AR L MR S A O By R A R
HOFH T LIV T4 K 280w 9 s . Bl T
AN BB oy B S O5 1k B Bk oh S BE IR Uk L BELY I 2



e 60

B ES 5K 2016451 A% 13 4% 1N

Lab Med Clin, January 2016, Vol. 13,No. 1

At DNA 287 9788 R BE K E 2 8501 200 807 51 4 AL,
HEHEFH) PCREASG, XEFEARKRZH BRI EE M
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