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[Abstract] Objective
flight mass spectrometry(MALDI-TOF-MS) for rapid identification of clinically isolated yeast-like fungi. Methods

To evaluate the application value of matrix-assisted laser desorption/ionization time-of-

135 strains of clinically isolated yeast-like fungi were collected and identified by VITEK MS, API20C system and
CHROMagar Candida at the same time, then the detection results were compared, the accuracy of detected results
were analyzed by the XZ test, the identification of the ITS gene sequence of these isolates were taken as the gold
standard. At the same time the advantages and disadvantages in the clinical application of these methods were com-
pared. Results The identification accuracy rates of VITEK MS, API20C and CHROMagar Candida were 98. 5%
(133/135),78.5%(106/135) and 59. 3% (80/135) respectively, the differences were statistically significant (y* =

51.996,P<C0. 05). Conclusion MALDI-TOF-MS could rapidly and accurately identify yeast-like fungi.
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