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[ Abstract] Objective To investigate the relationship between the viral encephalitis in children with human rhi-
novirus(HRV) and the application value of the Genomel.ab Gene Expression Profiler(GeXP) analyzer for the detec-
tion of HRV in the cerebrospinal fluid (CSF) of children patients with viral encephalitis. Methods 140 CSF speci-
mens from children patients with convulsions and fever admitted to the pediatric intensive care unit (PICU) of the
Second Affiliated Hospital of Medical College of Shantou University from January 2012 to December 2012 were col-
lected and tested for common respiratory viruses including HRV by using GeXP genetic analysis system. The HRV
positive specimens were amplified by nested RT-PCR,and the positive PCR products were sequenced. The resultant
DNA sequences were aligned with the reference HRV sequence in GenBank. Results Totally 6 HRV positive speci-
mens were detected by GeXP genetic analysis system. Among them 4 specimens were HRV-C genotypes showing
95. 8% ~98. 3% identity with reference sequences. The others were 1 specimen of HRV-A and 1 specimen of HRV-
B genotype which show 96. 0% and 99. 0% identity with reference sequences respectively. Conclusion HRYV is one
of the pathogens causing viral encephalitis in children;the GeXP genetic analysis system could be used as a rapid and
high throughput detection tool for viral encephalitis etiology research.
children; GeXP genetic analysis system
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