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Distribution of genotypes of hepatitis B virus in Wuhan and P region drug resistance mutation patterns and their correla-
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tal of Wuhan University ,Wuhan , Hubei 430060 ,China)

[Abstract] Objective To study the distribution of hepatitis B virus(HBV) genotypes and its correlation with
the mutation patterns in the P region of HBV. Methods HBV DNA was extracted for conducting PCR. Then the
HBYV genotypes and P region drug resistance mutation sites were detected by using the direct sequencing method and
the detection results were statistically analyzed by using the SPSS 19. 0 software. Results Among 219 patients with
chronic hepatitis B,135 cases(61. 6%) of HBV genotype B,61 cases(27. 9%) of genotype C,2 cases (0.9%) of gen-
otype D, 3 cases (1.4%) of genotype B+C,1 case(0.4%) of genotype B+F+4G and 17 cases (7. 8%) of undefined
genotype were detected out. Among them, 76 cases developed the drug resistance mutation, the mutation sites were
mainly M2041(42. 9%),M204V(22.1%) and LL180M(27.3%). The occurrence rate of YMDD mutation had no sta-
tistically significant difference between the gynotype B and C (P>>0. 05). But in the YMDD mutation patterns, M2041
and M204V had statistical difference in the distribution of C and D genotypes(P<C0. 05). Conclusion The HBV gen-
otypes in Wuhan are mainly genotype B and C. The major drug resistant mutations are M2041, M204V and LL180M.
Clinical doctors should select the proper therapeutical scheme for treating chronic hepatitis B based on the results of
the genotyping and drug-resistant mutations.
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