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[ Abstract] Objective
ince,and the relationship between HCV genotypes and HCV viral loads. Methods

To investigate the distribution of hepatitis C virus (HCV) genotypes in Jiangsu Prov-
Serum specimens, collected from
1 032 anti-HCV positive samples, were detected for HCV RNA by using fluorescent quantitative polymerase chain
reaction (PCR) and for HCV genotypes by using gene chips. The distribution and characterization of HCV genotypes
as well as the relationship between genotypes and HCV RNA content were analyzed by SPSS19. 0 software.
Results A total of 704 HCV RNA positive serum samples were collected,among which 674 cases were found to be
single genotype,including 1b, 2a, 3b, 3a, la and 6, accounting for 75. 71%,7. 95%,7. 95%,1. 99%,0. 99% and
1.14 % ,respectively, and 30 cases of mixed genotypes, including 1b/2a, 1b/3b, 1b/3a and 2a/3b, accounting for
2.27%,1.56%,0.28% and 0. 14%. The difference of viral loads among different HCV genotypes was significant.
Conclusion Genotype 1b might be the most prevalent genotype in Jiangsu, followed by 2a and 3b. HCV genotype 1b
and 3a could be with similar viral loads, which is higher than genotype 2a and 1b/2a significantly.
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