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[Abstract] Objective

different degrees of cervical lesions. Methods

To investigate the diagnostic value of human papilloma virus (HPV) E6/E7 mRNA in
A total of 430 patients with HPV infection, received by the Outpatient
Department of the Traditional Chinese Medicine Hospital of Guangdong Province, were enrolled and divided into in-
flammation, cervical epithelial atypical hyperplasia(CIN) [ ,CIN [I ,CIN [lI and cervical cancer groups according to
pathological data. The reverse transcription polymerase chain reaction (RT-PCR) method was used to detect the
HPV-DNA viral load and HPV E6/E7 mRNA level. And the HPV-DNA viral load and positive detectable rathe of
The HPV DNA
viral load was not increased with the cervical lesion degree,and there was no significant differences between any two
groups(P>>0. 05). While the positive detectable rate of HPV E6/E7 mRNA was increased with the cervical lesion
degree,and there were significant differences between any two groups(P<C0. 05) ,except the comparation between the
The positive detectable rate of HPV E6/E7 mRNA might be highly
correlated with the degrees of cervical lesions.and could be an significant maker for the cervical disease screening.

mRNA

HPV E6/E7 mRNA were compared among the different degrees of cervical lesions groups. Results

inflammation and CIN | group. Conclusion
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