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[Abstract] Objective To investigate the biological effect of #4606 gene in Salmonella typhi (S. typhi) under
hyperosmotic stress and provide target genes for therapy and prevention of infection disease caused by S. typhi.
Methods
tal strains A14606 (pBAD#606) was also prepared with recombinant plasmid pBAD #4606 in the A#606 strains.

14606 deleted strains (A#4606 strains) of S. typhi was prepared by homologious recombination. Supplemen-

Growth curves ware drawn as the X-axis with time and the Y-axis with the absorbance value at 600 nm. The survival
ability of A#4606 strains, At4606 (pBAD#606) strains and wild-type strains under high osmolarity stress (300
mmol/L NaCD) were compared. The differences were statistically analyzed. Results The A#4606 strains and A#606

(pBAD#606) strains were successfully generated. Compared with wild-type strains, the survival ability of A#606

215004)

strains was significantly compromised under high osmolarity stress. Conclusion

It could be confirmed that #4606

gene might be important for S. typhi to overcome the high osmolarity, which indicate that 4606 gene could be a target

gene for therapy and prevention of infection diseases caused by S. typhi.
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