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[Abstract] Objective To understand the structure and variation regulation of human papillomavirus (HPV)
type 58 L1 gene in Putian city,Fujian province,in order to provide theoretical basis for clinical treatment and preven-
tion. Methods Nucleic acids rapid diversion genotyping chip(HybrMax) was used in HPV genotype. Four strains of
type HPV58 positive samples was randomly selected, then cloned and sequenced; further results sequenced and 32
strains of HPV type 58 virus strains L1 gene nucleotide sequence in Gen Bank were used to establish homology ma-

The
gene of these four strains of HPV virus type 58 strains shared highly homology 96 % — 98 % in nucleotide with each

trix,analyzed and build phylogenetic tree construction by DNAstar, clustalx 2 and Mega5. 0 software. Results

other,92% —98% in protein level too;with 1986 French line, nucleotide homology is 83 % —86 % , the homology of a-
mino acid is 84 % —89% ; with 1987 the British lines,nucleotide homology is 53% —54 % , the amino acid sequence is
39% —42% ;with separation and the 2010 Hongkong, 2004 Jiangsu isolates nucleotide strains, homology is 96 % —
100 % , the homology of amino acid is 92% — 99% , the highest homology. From the phylogenetic tree diagram, the
gene background of these 4 strains of HPV58 virus in the region and that of the EV999963,DQ057326, HM639611
strains virus from Shanghai, Hongkong were most closely. Conclusion The region type HPV58L1gene has certain
regional characteristics.
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PCR =¥ % 10 g/ L T8 58 e L Tk 4 2 - 2liAk )5 3% 35 2 L
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99% . H ke A A ML X 9T L 19 4k HPV 58 AU L1 B& [ i 4%
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F2 PCOSEHBITAMBIRKRIMENTFMEILE (TEs,n=100)
215 BMI(kg/m?) WHR FSH(U/L) LH(U/L) TSTO(pg/ 1) E2(pg/1) P(pg/L) PRL(pg/1)
JBIT R 24, 25+3.97 0.797£0.15 7.3542.02 16. 3744, 62 3.02740. 36 112.85+39. 75 0.5840. 22 17. 2848.54
RIT R 23.17+2.897 0.7240.11% 7.2141. 797 8.5343.16* 1.46-+0.39* 110. 48+35. 287 0.5740.18% 16. 9247. 897

W SRR AL, © P<<0.05,% P>0.05,
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PCOS % #) i1 Stein 1 Leventhal 7 1935 4E LA Stein-Lev-
enthal ZEG-fERE A . B & 75 & W T 8 10 208 WL P9 43 1 954 %
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