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[Abstract] Objective

Comparative study on two analysis methods of miRNA relative expression”

Based on the data obtained from the real-time RT-PCR, there are two methods for analy-
sis: GenEx software analysis and 2 **“" method. This study is to establish a simple and accurate microRNA relative
quantitative method. Methods To determine the optimal annealing temperature, we amplified HK-2 cell line cDNA
by PCR. Standard curve of miR-122 and miR-16 were made from the 10-fold diluted ¢cDNA template from HK-2
cells. According to the curve,calculate respective miRNA amplification efficiency. The expression of target gene miR-
122 and reference gene miR-16 were determined by quantitative PCR. Base on the Ct data.the GenEx software analy-
sis and 22" method were used to evaluate the miR-122 relative expression rate in the sera of healthy subjects and
hepatitis B patients. Results A good linear correlation (#* =0. 999) was obtained from two standard curve of miRNA

genes. The amplification efficiency of miR-16 and miR-122 were 97 % and 107 % , respectively. The expression of miR-

122 that 20 >

controls. But the rate that GenEx software analysis obtained was 54. 1. Conclusion

analysis received was 44. 3 times higher in the serum of hepatitis B patients compared with healthy

Because the GenEx software a-

nalysis considered more factors,so the result was more reliable and suitable for clinical application.
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