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[HE] BH R RBREAKPRALAERRAFLHRECFRIFAF AR AE KR F 2K (MecOA R E G &
B RS MR R REFERTREHX G, FiE KRB LERAN KRN 78 4] IR E AR A 23 B EF Ik
M f EGFR A= Met B 6 KA, KM £t 2 TR A4 R B (RT-RCR) %4 m EGFR 4= Met-DNA 45 48
AN, R OISHMEBEEL P EGFRA Mt Ot A 2N EH TFTEFHRBRAL, ZFH AR
BX(P<0.05), WBARARTAcm &F MRBALZ T o LEL BAZLHBEF KO HBEL W AR
LhFeEHd ITNM o AN ANHEL T EGFRfe Met T AR YRR THEALZNTRAF T 4em &
FORMBALKSLEE RENZAEBES RARCHESEHF RBAM AR L FRILEE . TNM 5 H
AlAUMEFH Z2FBEARTFELP<0.05), BKEEH T .EGFR ## Met DNA A5 # N H M E & T £
TR F EGFR A= Met-DNA A8+ 3 W 4k, £ F B A %it 5 & L (P<<0.05)., & %k EGFR #= Met IR JE & &
o -F ¥ & G et i ¥ 2 F KT Met & EGFR MR X & 4, 27+ A 43t % & L (P<C0.05), Met #= EGFR 3 & & &
HEFOTAELNNE Met 3, EGFR £ —Z Rk #8948, £ F B A %4 F &L (P<0.05), £ EGFR f
Met #9 £ 35 5 B SR 69 16 R AR R AR AT B WA K . 3 = H 69 - AT B A 3 T xR B & 2 04 FUE AF B TR L 5F x
A IT 25 4 5 Yo B R SR AL T AR 3B
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Expression and clinical significance of hepatocyte growth factor receptor and epidermal growth factor receptor in pancre-
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[Abstract] Objective To study the clinical significance of hepatocyte growth factor receptor (Met) and epider-
mal growth factor receptor(EGFR) in pancreatic cancer. Methods Expression levels of EGFR and Met protein were
detected by immunohistochemical staining in 78 cases of pancreatic cancer tissues and 23 cases of normal pancreatic
tissues, and gene copy numbers of EGFR and Met were detected by fluorescent real time-polymerase chain reaction.
Results Positive rates of EGFR and Met expression in pancreatic cancer tissues were higher than those in normal tis-
sues (P<C0.05). Expression levels of EGFR and Met were significantly influenced by TNM stages, tumor size, su-
perior mesenteric vessels invasion and transfer of tumor lesions (P<C0. 05). Relative gene copy numbers of EGFR
and Met in pancreatic cancer tissues were significantly higher than those in normal pancreatic tissues (P<C0. 05).
The median survival time of pancreatic cancer patients with high expression of EGFR or Met were significantly lower
than patients with low expression of Met or EGFR (P<C0. 05). The median survival time of patients with high ex-
pression of Met and EGFR were significantly lower than patients with high expression of Met or EGFR (P<C0. 05).
Conclusion EGFR and Met might interact in a synergistic manner with the oncogenesis and development of pancre-
atic cancer, could be helpful for the prognostic evaluation of pancreatic cancer and also could be new therapeutic tar-
gets In pancreatic cancer.
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