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Study on the resistance related genes of trimethoprim-sulfamethoxazole in urinary isolates of Escherichia coli LING
Bu-zhi .MA Jun-bao ,WU Zhi-gang , HE Yang-chang ,CUI Dong-lan (Department of Clinical Laboratory ,the First
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[Abstract] Objective To investiage the distribution of resistance related genes of trimethoprim-sulfamethox-
azole in urine isolates of Escherichia coli. Methods 145 isolates of Escherichia coli were isolated from urine sample,
the Trimethoprim and sulfamethoxazole susceptibility test of which were performed by K-B method. PCR for class |
and || integrons were performed in trimethoprim-resistant isolates. Integron PCR products were digested with Hinf
| .and amplicons with the same RFLP pattern were deemed to contain the same gene cassettes. The PCR products
which is representative for each pattern were selected for DNA sequencing. The DNA sequences were analysed with
BLAST algorithm in GenBank. sull,sul2 and sul3 were detected by PCR in sulfamethoxazole-resistant isolates. ERIC-
PCR were performed for genotype of intl-postive isolates. Results The resistant rate to trimethoprim and sulfame-
thoxazole were 73.1% and 79. 1%, respectively. In 109 trimethoprim-resistant isolates, 8 different gene cassettes of
integrons and 4 different dfrA genotypes were found. In 119 sulfamethoxazole-resistant isolates, sull (72 isolates) ,
sul2(82 isolates) and sul3(2 isolates) were detected. In 80 intl-postive isolates,59 genotypes were detected by ERIC-
PCR. Conclusion DfrA17,sul2 and sull are widespread in urine isolates of Escherichia coli with risistance to trime-
thoprim-sulfamethoxazole. Horizontal gene transfer plays a more important role than clonal expansion in the dissemi-
nation of the durg-resistance to trimethoprim-sulfamethoxazole.
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Bio-Rad 2% & 1) % ¢ AR A 41 14 3 B 40 DNA $2 B0 7 &
PCR 1 %iRX %) & .DNA Marker ¥4 TaKaRa 2 & /o

1.4 PCRIMEFR  APEE N4 DNA $2 B Il & 8 1E
UL, T —20 CLRA. HHCERE A PCR W& &R 5 50
pL ARELL A Mg?™ 19 10X buffer 5 pL,dNTP 200 pmol/L,
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ERIC-27 . AAG TAA GTG ACT GGG GTG AGC G. & i &
4% 95 CHIASHE 5 min; 94 CASME: 30 s;52 CiB k 40 s;72 C
FE{H 4 min, 35 EFR ;72 C4E{H 10 min,

®1 PCRRE3I¥FE

ElR/EX ) SIS (5 —3D) B 44 Bk BRI 27 3k
int ] -F GCATCCTCGGTTTTCTGG T XA A Gint 1) 457 bp (5
int T R GGTGTGGCGGGCTTCGTG
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sul2-R GCGTTTGA TACCGGCACCCGT
sul3-F GAGCAAGATTTTTGGAATCG sul3 790 bp [10]
sul3-R CTAACCTAGGGCTTTGGATA
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99 %0 » B HES I X K Wbk 3 A WL 3% 2,

F2 [MIAXESFERBIBABREEANSH

BTN B [CL73 1
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i 245 1 1) 39 1507 2K 32 A T 24 TR b 1 e R 1% 49 R T 2
UK 7,80 bk | 28 & T YL ERIC-PCR 3£ [H 43 % 43
AR A DL A R B, w] 45t 5 Ty Tl e Y s Y i 2 4
F T 24 5 X 7 S R 410 B 22 7D K 7 55 85 301X 5 Landgren 451
A5 1Y e e 1% R A T 245 PR A0 TR AR BN S5 T AH — 3.
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