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[ Abstract] Objective
utatione S-transferase(GST) tag. Methods

To construct and express human ubiquitin-ribosomal protein S27a(UBRPS27a) with gl-
RPS27A ¢cDNA,obtained by reverse transcript-polymerase chain reaction
from HL-60 cells, was inserted into pMD-19T vector, which then was digested by restriction endonuclease and cloned
into pGEX4T-1 vector to construct recombinant plasmid pGEX4T1-RPS27A. BL.21 E. coli was then transformed with
pGEX4TI1-RPS27A recombinant plasmid and induced to express GST-UBPRS27a protein. Results
plasmid pGEX4T1-RPS27A was successfully constructed according to double digestion and DNA sequencing. The

The recombinant

soluble GST-UBRPS27a fusion protein was induced with high expression efficiency. Conclusion

The construction of

RPS27A recombinant vector and prokaryotic expression of the UBRPS27a protein would lay the foundation for fur-

ther study of its molecular structure and function and its roles in cancer development.
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