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[Abstract] Objective

Clinical significances of the DAPK1 gene promoter’s methylation in cervical carcinoma

To study the clinical significances of death-associated protein kinase 1 (DAPK1) gene
promoter’s methylation in cervical carcinoma. Methods Methylation specific PCR (MSP) were applied to detect
DAPKI1 gene promoter’'s methylation in cervical carcinoma and paracancerous normal tissues. The relationship be-
tween clinicopathological factors and DAPK1 gene promoter's methylation was analyzed. Results The methylation
rate in cervical carcinoma was 62. 5%, which was significantly higher than that in paracancerous normal tissues
(5.0%). The differences of DAPK1 gene's methylation rates in histology staging, tumor diameters, lymph node
metastasis, metastasis and FIGO staging were statistically significant(P<Z0. 05). Conclusion DAPKI1 gene promoter

might be hypermethylated in cervical carcinoma and it could be served as a tumor biomarker in condition and progno-

sis evaluation.
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