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Correlation research between serum HBeAg and HBV-DNA with ALT level in patients with chronic type B hepatitis
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[Abstract] Objective To explore the relationship between serum HBeAg and HBV-DNA with the ALT level
in order to provide reference for clinical diagnosis. Methods 380 cases of chronic type B hepatitis were collected. Ser-
um HBeAg was detected by using ELISA method, HBV-DNA was quantitated by the real time discrimination assay
and fluorescence quantitative PCR assay and ALT was detected by the fully automatic biochemistry assay. Results
There was no statistical difference between the group [ and [[ (P=0.052). Comparing the group [[I with the group
[ and Il respectively,there was statistical difference in the HBeAg positive rate(P<C0. 01). The HBV-DNA and the
ALT level had certain relationship(P=0. 000) ,the Spearman correlation parameter was 0. 398. Conclusion The pa-
tients with chronic type B hepatitis cannot be estimated by only one test index before antiviral treatment, these test
indexes need to be jointly and dynamically detected in order to determine whether adopting antiviral therapy.
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