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[ Abstract] Objective
like fungi. Methods
other yeast-like fungi. Then the extracted DNA was verified through PCR with specific primers,and confirmed by re-
The concentration of the extracted DNA was 280—395 ng/uL and the OD260/

0OD280 ratio was 1. 6—1. 8. Conclusion This method can be used in extracting DNA of Cryptococcus neoformans and

To look for a fast DNA extraction method of Cryptococcus neoformans and other yeast-

The enzyme dissolution method was adopted to extract DNA of Cryptococcus neoformans and

striction enzyme digestion. Results

other yeast-like fungi.
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