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[Abstract] Objective To investigate correlation on pathogenic genes and antibiotic resistance of staphylococ-
cus aureus. Methods 74 strains of staphylococcus aureus were isolated from the various clinical specimens. PVL
gene, mecA gene and Tsst-1 gene were conducted using a novel multuplex PCR. The antimicrobial resistnace was
measured by agar diffusion method. The inducible clindamycin resistance was checked by D-test. Results The inci-
dence of MRSA from 74 strains of staphylococcal aureus was 55. 4% , most of which were multidrug-resistant
strains, but susceptible to vancomycin and furadantin. Antimicrobial resistnace of MSSA was lower than MRSA. The
difference of MRSA and MSSA had significance (P<C0. 05). Between antibiotic resistnace of MRSA with PVL gen
and MRSA with no PVL gene, the two methods did not show significant difference( P=>0. 05). Antimicrobial resist-
nace of MSSA with PVL gene was more serious than MSSA without PVL gene. The two methods have significant
difference(P<C0. 05). MRSA with TSST-1 gene was resistant to 16 antibiotics,except for vancomycin,furadantin. D-
test positive strains accounted for 10. 8% among detected strains and 88. 9% among erythromycin-resistant, clinda-

MRSA strains are

seriously resistant to antibiotics. They are characterized by multidrug resistance and high rate of inducible clindamycin

mycin-susciptible strains. Only 1 strain of D-test positive MRSA had TSST-1 gene. Conclusion

resistance. PVL gene and Tsst-1 gene can increase pathogenic power and antibiotic-resistance of MSSA. This brings
difficulty to clinic treatment.
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pendorf 23 ®] 77 i) o BEBE AR AL (36 [ Fotodyne 243 |l 77 i), Hy
VKA (B it Phermacia 2 5 75 56D .
1.3 2tk RAVREM AR P80k e R a8 R A
FUA% B CLST AR, Hoh 208 R 5 5obk 3 = W 4K A 18] 19 B
B 16~20 mm, Q0205 3R M 24 | 5o bR A 3R R I i 405
F A7 0 v AR 240 1A B L D5 R SR DY F D D-
K B0 PRS2 A o SRR A S 2
1.4 A6
1.4.1 51¥iiit  MRIE GenBank H & K& 1 i % B 5L (7 )y 51
HSH 4y SCH™ A A7 T TSST-1 2 K PVL 2 A mecA %
M5 ZFE LA T A Y TRA R AR A 8. PVLP1 5
GTG ATG GCG CTG AGG TAG TC-3',P2 3% 5-GCT GGG
GGT AAT TCA TTG TCT G-3', TSST-1:P1 J 5-GCT ATC
GTA AGC CCT TTG TTG C-3',P2 ¥ 5-GCT GGA TCC GTC
ATT CAT TGT T-3',mecA:P1 Jy 5'-GCC GTA GTT GTC GGG
TTT GG-3'. P2 ) 5-GGC GGA TGT GCG ATT GTA TTG
3,
1.4.2 PCR I 2 B mecA,TSST-1.PVL % 20 pL 5
RZ BAR 1 pL. 814 2 uL.dNTP 15 uL, Taq fiff 0.2 1,10 X
P 2 pL, Mg*" BT 2 pL, WK 11,3 pL. PCR B 4
£:94.0 C 4 min;94. 0 ‘C 30 s5,52.0 C 30 s,72.0 C 2.5
min,35 NMFEH;72.0 CLE A 15 min, 20 g/L 1Y 5 5 Bl BE IR B
T IRAE 2 BE YL 8 20 min, WK pP kS BER AR RGMER S,
1.5 Ziitsehb s %A SPSS17. 0 48+ 4 1 ¥ 17 40 11 2% 4b
BLP<0.05 AEFAZITFEXL.
2 &% ES
2.1 MRSA Byr g% 74 th4& WO H FIKE B mecA HPH
FHE 41 Bk, MRSA £ %k 55. 4%,

*1 ECHIKEMNARAYHNTHEE ()

MRSA(n=41)

MSSA(n=33)

HLE Y
TR R fiif 24 ¢ [HERES [FRES

HHER 0.0 100. 0 6.1 93.9
ENLSE S S 0.0 100. 0 100.0 0.0
K TR E Wy 0.0 100. 0 100. 0 0.0
oMb A 0.0 100. 0 100. 0 0.0
S 11 1 i 0.0 100. 0 100. 0 0.0
k1t g i 0.0 100. 0 100. 0 0.0
P 55 K /TR 0.0 100. 0 100. 0 0.0
AEEHE 0.0 100. 0 6.1 93.9
FAR 5 2.4 97.6 30. 3 69.7
CRIR:S N 2.4 97.6 48.5 51.5
AT E 21.3 78.7 39. 4 60. 6
RRFE 2.4 97. 6 66. 7 33.3
WEZRES 2.4 97.6 97.0 3.0
WA 2.4 97.6 93.0 6.1
F 45 - 12.8 87.2 97.0 3.0
1 I 22 [ 100. 0 0.0 100. 0 0.0
TR 100. 0 0.0 100. 0 0.0
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. PVL+ PVL- PVL+ PVL-  TSST-1+
Pz MRSA MRSA MSSA MSSA MRSA
HHR 100.0 100.0 100.0 96.2 100.0
HmpEEZE 1000 100.0 0.0 0.0 100.0
S FrmEy 100.0 100.0 0.0 0.0 100.0
HAEHHEE 1000 100.0 100.0 96.2 100.0
S Frm itk 100.0 100.0 0.0 0.0 100.0
S Hmefis 100.0 100.0 0.0 0.0 100.0
I B 7 100.0 100.0 0.0 0.0 100.0
WHARAEZR  100.0 100. 0 0.0 0.0 100. 0
AW S 100.0 96. 2 85.7 65.4 100.0
[TRAE: S 100. 0 96. 2 85.7 42.3 100. 0
AMArEZE 00,0 88.5 85.7 60.9 100.0
THER 0.0 0.0 0.0 0.0 0.0
EZNTR 100.0 96.2 14.3 0.0 100.0
RAEZ 100.0 96.2 71.4 23.1 100.0
FIHET 100.0 84.6 14.3 0.0 100.0
UFE 100.0 96.2 14.3 0.0 100.0
I 2 (K] 0.0 0.0 0.0 0.0 0.0
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FR BB ES.CES E-R.CI-R
D-test(+) Drtest(—)
MRSA 41 12.H 33(80.5) 6(14.6) 12D
MSSA 33 8(24.3) 23(69. 7) 2(6. 1) 000.0)
At 77 9(12.2) 56(75.7) 8(10.8) 1(1. 4
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