- 1862 - BHE¥5IEK 20124 8 A% 9% % 153 Lab Med Clin, August 2012, Vol. 9,No. 15
AY -+
. 'L/t\ %— .

BEA S R PCR TR SR

AR RE R E mLERALE FLR R AL w B EF IR E
HAAF 64600052, @ EA K F b B HACKRBALAT, ;M 510515)

[(FE]1 B8 3R 7 AT R PCRIMSP) £ DNA W kel w69 £ ME., FiE W SHH AB B3
TR A TR K A4 dF TR AR AE) A A, 3740 MSP 69 MR A dd b, G58R  MSP st abml 4 A
1548 F AL DNA #48. 32 % MSP i X8 Bk AR MR B AL Ry F 4, &i MSPHAFTALELA
B RS E SR FHER KR AR IE MSP 4 R g4,

[xgiA) FAMHF4 PCR;  WAMLERN,; Hadk; #3704

DOI:10. 3969/j. issn. 1672-9455.2012.15. 019  X#iFRED:A XEHRS:1672-9455(2012)15-1862-02

The evaluation and optimization of methylation-specific polymerase chain reaction” FU Xiang-sheng',ZHANG Ya-
Li* LI Li' , XTAO Lan-yue' .QIU Ye' ,ZHOU Xian' , ZHANG Wei' (1. Department of Digestive s Af filiated Hos-
pital of Luzhou Medical College , Sichuan 646000, China;2. Institute for Digestive Medicine , Nan fang Hospital ,
Southern Medical University ,Guangzhou,Guangdong 510515, China)

[Abstract] Objective To preliminarily assess the value of methylation-specific polymerase chain reaction
(MSP) for DNA methylation measurement., Methods Plasmids derived from hypermethylated clone and unmethylat-
ed clone for SHH gene promoter were served as template to assess the sensitivity and specificity of MSP. Results
MSP could detect low content of methylated DNA template. False positivity and false negativity could be overcomed

by elevating annealing temperature of MSP. Conclusion MSP has the advantage of high sensitivity for methylated se-

quences. The specificity of MSP can be warranted by properly elevating annealing temperature.
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