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[Abstract] Objective To discuss the difference between one-step nucleic acid extraction and two-step nucleic
acid extraction for HBV-DNA in different degrees of hemolysis sample. Methods 22 Whole blood samples were col-
lected from clinical patients randomized, centrifuged and we detected the content of HBV-DNA by one-step and two-
step PCR method seperately on that day. With 4°C preservation, the content of HBV-DNA was testd every 2-3 days
using two reagents. Results As the storage time and hemolysis increased, the contents of HBV-DNA decreased. The
HBV-DNA content of samples preserved 3 days detected by one-step significantly was lower than that of the first de-
tection(z, =3.981,P<C0. 01) ,in the same way,the HBV-DNA content of samples preserved in 19 days detected by
two-step significantly was lower than that of the first detection (z,=3. 642, P<C0.01). Morever, the HBV-DNA con-
tent of samples preserved 3 days in 4 °C detected by one-step was significantly lower than that of two-step(¢=4. 91,
P<C0.001). Conclusion The effect of hemolysis sample on the detection of HBV-DNA by two-step method is more
lower than that of one-step method, It is better to use two-step method to detect HBV-DNA in samples which is not
acquired normally in some cases.
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