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[ Abstract] Objective To facilitate the purification of glucose dehydrogenase and to construct fusion expression
vector of glucose dehydrogenase. Methods Glucose dehydrogenase gene was amplified from the genome of Bacillus
subtilis by PCR amplification, then compared sequence analysis with the source. Using the fusion expression vector
pET22b with the glucose dehydrogenase gene,to introduce JM109 to induce expression and to determine the enzyme
specific activity. Results The target gene from constructed glucose dehydrogenase gene fusion expression vector was

the same as the source gene,and the rude enzyme specific activity was up to 375 U/mg. Conclusion The glucose de-

hydrogenase gene is gotten by using molecular biology techniques,and the fusion expression vector with the glucose

dehydrogenase gene is successfully constructed, which provides the conditions for the purification of the enzyme.
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